Plants have evolved several layers of predetermined defenses, collectively called the innate immune system. Because of its effectiveness effector-triggered immunity (ETI) is a highly valuable agronomic trait. However, ETI has the potential to be highly deleterious to the host and needs to be tightly controlled. To understand the molecular basis for ETI, I used genetic approaches. Using a loss of resistance screen, I cloned the hopA1-specific RPS6 (Resistance to Pseudomonas syringae 6) resistance gene. Using a gain of resistance screen, we cloned SRFR1 (Suppressor of RPS4-RLD), which reactivates avrRps4-and hopA1-triggered immunity. Based on the genetic, molecular, biochemical, and phylogenic evidence, we propose that SRFR1 functions in a transcriptional repressor complex that balances plant immunity and development. To date RPS4 and RPS6 are the only Arabidopsis TIR-NBS-LRR resistance genes for which P. syringae effectors are known. Both pathways are negatively regulated by SRFR1.
